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There was a mistake in affiliation a, the correct one should be and Food Production Processes, Pilot Qingdao National Laboratory
“MOE Key Laboratory of Marine Genetics and Breeding and for Marine Science and Technology, Qingdao 266237, China,” and
Sars-Fang Center, Ocean University of China, Qingdao 266003, the affiliation d should be “Laboratory of Tropical Marine Germ-
China” as updated above; Affiliations ¢ and d should be reversed: plasm Resources and Breeding Engineering, Sanya Oceanographic
Affiliation ¢ should be “Laboratory for Marine Fisheries Science Institution, Ocean University of China, Sanya 572000, China.”
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