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Abstract: As the most widely distributed and abundant biological resources in the world, microbial resources have been applied in
many fields and shown great economic and social values. Although there have been numerous previous studies on microorganisms,
the studies could not be further launched owing to limited technical methods. However, the continuous development of microbial
detection technologies now provides new approaches for microbial research. In this article, we summarize the molecular identification
technologies and their application for microbial resources in China and abroad; these technologies include deoxyribonucleic acid (DNA)
(G+C) mol% identification, nucleic acid hybridization, DNA fingerprinting, nucleic acid amplification, gene chips, and high throughput
sequencing. Moreover, we summarize the advantages and disadvantages of each technology and analyze the problems faced by
molecular identification of microbial resources, including reliance on laboratory environment, insufficient reproducibility and accuracy
of experimental results, and lack of microbial databases. To protect and utilize microbial resources, China should strengthen the
research of each identification technology, establish a microbial resource identification platform with independent intellectual property
rights, and improve the microbial resource database.
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H51E ERHIAR N RIS TR PR R 28 1% 20 57 4 S0
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Ry 5 B R 2 R . 16S rRNA A ITS 3 K %52
FEARALGE 7 F 2P R I3 2KF, ARekE4H X
oA FHAE S WED N R S E A — IR
I RE %2 10 B DL R A R el /N F, AN RE R B
Kl Srh 2 e . A, NIRRT
Yy, IR T AR S 56 2 PRI AN G B SR AR
BT 16S tRNA. ITS SFEHEAX fll 2E M B I AT 45
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57 DL MNP FRid 8 AR N E /) DNA B2V 5.
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