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Fig. S1. Plasmid analysis of carbapenemase-carrying plasmids using S1-PFGE and Southern blot. (a–c) Gene locations of blaKPC-2 genes in 31 isolates. (d) Gene locations of blaNDM genes in nine isolates. (e) Gene locations of blaIMP genes in two Enterobacter isolates. M: Salmonella serotype Braenderup strain H9812 molecular marker.
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[bookmark: _GoBack]Fig. S2. Plasmid analysis and comparison of the rmpA/rmpA2 genes harbored by hypervirulent K. pneumoniae isolates. (a) Plasmid analysis of three rmpA-carrying plasmids using S1-PFGE and Southern blot. (b) Plasmid analysis of six rmpA2-carrying plasmids using S1-PFGE and Southern blot. (c) Alignment of the rmpA-carrying plasmids from three KPC-2-producing hypervirulent K. pneumoniae strains causing fatal infection against the high identity plasmid pL39 from the K. pneumoniae strain L39 (AY378100). The circular map was generated using the BLAST Ring Image Generator. The rmpA and rmpA2 genes are colored red. (d) Comparison of the genetic environment of six rmpA2 genes detected in this study. The rmpA2 genes are colored red. 
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