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Fig. S1. LPS induces neonatal mouse cardiomyocyte pyroptosis. (a) Representative images stained by TUNEL and a percentage analysis of TUNEL-positive cardiomyocytes in the control and LPS groups (blue: nuclear staining (DAPI); green: TUNEL-positive cells; scale bar: 100 μm; **P<0.01, compared with the control group; n=3–5; mean ± SEM). (b) TEM micrograph showing the control and LPS group cardiomyocytes (green stars indicate karyopyknosis, red triangles indicate the mitochondrial vacuole, and the yellow arrow represents membranolysis; scale bar: 2 μm; n=3). (c) Relative mRNA levels of genes in the control and LPS groups (n=3-6; **P<0.01, compared with the control; mean ± SEM). (d) Protein levels of NLRP3, cleaved caspase-1, GSDMD, GSDMD-N, pro-IL-18, mature IL-18, pro-IL-1β, and mature IL-1β in LPS treatment cells or untreated (**P<0.01, compared with control; n=3–9). (e) Immunofluorescence staining for NLRP3/caspase-1-α-actinin in cardiomyocytes with LPS treatment or untreated (green: NLRP3/caspase-1, red: α-actinin, blue: DAPI; scale bar: 5 μm; n=3)
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[bookmark: _GoBack]Fig. S2. Tail vein injection of AAV9-sh-CPAL in normal mice. (a) Expression of CPAL at the mRNA level in mouse hearts injected with AAV9-sh-NC/AAV9-sh-CPAL for 4 weeks (**P<0.05, compared with NC group; n=3).
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Fig. S3. si-CPAL transfection efficiency and knockdown of CPAL expression in neonatal cardiomyocytes. (a) Epifluorescence images of the transfection efficiency in cardiomyocytes (scale bar: 100 μm). (b) CPAL mRNA expression levels in neonatal cardiomyocytes transfected with si-NC/si-CPAL (*P<0.05, compared with NC; n=3; mean ± SEM).
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Table S1 Sequences of qRT-PCR primers.
	Gene name
	Forward primer (5'–3')
	Reverse primer (5'–3')

	NLRP3
	GTTTGACCCCGATGATGAGC
	CTTGTGGATGGGTGGGTTTG

	NFκB
	CAGCTCTTCTCAAAGCAGCA
	TCCAGGTCATAGAGAGGCTCA

	Caspase-1
	ACACGTCTTGCCCTCATTATCT
	ATAACCTTGGGCTTGTCTTTCA

	IL-18
	GACTCTTGCGTCAACTTCAAGG
	CAGGCTGTCTTTTGTCAACGA

	Il-1β
	CCCTGCAGCTGGAGAGTGTGG
	TGTGCTCTGCTTGAGAGGTGCT

	CPAL
	GCCACTAATCGTTTGCCTCG
	GCCAGACTCCAAGCAAGC

	HK1
	AACGGCCTCCGTCAAGATG
	GCCGAGATCCAGTGCAATG

	CD36
	ATGGGCTGTGATCGGAACTG
	TTTGCCACGTCATCTGGGTTT

	GAPDH
	GCTTCGGCAGCACATATACTAAAAT
	GCAACGGAGACGGCAAACC
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