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Table S1
Primers used in this study.
	Target group
	Sequence (5′–3′)
	Annealing temperature (°C)

	Lactobacillus  
	GAGGCAGCAGTAGGGAATCTTC
	60.48

	  
	GGCCAGTTACTACCTCTATCCTTCTTC
	62.09

	Bifidobacterium
	CTCCTGGAAACGGGTGG
	56.76

	
	GGTGTTCTTCCCGATATCTACA
	57.07

	F. prausnitzii
	GGAGGAAGAAGGTCTTCGG
	57.89

	
	AATTCCGCCTACCTCTGCACT
	61.52

	C. butyricum
	ATGCAAGTCGAGCGAKG
	60.00

	
	TATGCGGTATTAATCTYCCTTT
	60.00

	C. leptum
	GCACAAGCAGTGGAGT
	53.81

	
	CTTCCTCCGTTTTGTCAA
	52.40

	E. rectale
	CGGTACCTGACTAAGAAGC
	54.75

	
	AGTTTCATTCTTGCGAACG
	54.38

	Bacteroides
	GAGAGGAAGGTCCCCCAC
	66.67

	
	CGCTACTTGGCTGGTTCAG
	57.89

	Enterococcus
	CGTGCGAACATGACCGATAT
	58.51

	
	CGAAACGGCCATTAACCAAC
	58.03
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	GGTAGAGCACTGTTTTGGCA
	58.40

	
	TGTCTCCCGTGATAACTTTCTC
	57.55

	Atopobium 
	GGGTTGAGAGACCGACC
	56.11

	
	CGGRGCTTCTTCTGCAGG
	57.80



