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Fig. S2. The SEM and electronic differential system (EDS) image of FesO4@PLGA NPs. Left: SEM image of FesO4s@PLGA NPs. Scale bar:
500 nm. Right: EDS element mapping images of FesO4@PLGA NPs. Scale bar: 500 nm.

Fig. S3. The SEM and EDS 1mage of M®-Fe304@PLGA particles. Left: SEM image of FesOs@PLGA NPs. Scale bar: 500 nm. Right: EDS
element mapping images of FesO4@PLGA NPs. Scale bar: 500 nm.
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Fig. S4. Cell viability of M® after treating with different concentrations of FesOs@PLGA NPs (1, 2, 4, 8, 16, and 32 mg-mL™) (n = 3
independent samples). Data are expressed as mean +standard deviation.

As shown in Fig. S4, when the concentration of FesOs@PLGA NPs was up to 16 mg-mL™, it presented toxicity to cell
viability.
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Fig. S5. (a) The optical density (OD) plot of Staphylococcus aureus (S. aureus) after treating with different concentrations of FesO4s@PLGA

NPs (1, 2, 4, and 8 mg-mL™1). (b) The corresponding pictures of spread plate after different concentrations of FesOs@PLGA NPs (1, 2, 4, and 8

mg-mL™1).

As shown in Fig. S5, the concentration of Fe30,@PLGA NPs was up to 4 mg-mL%, the Fes04s@PLGA NPs were fatal to
bacteria.
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Fig. S6. TEM ima{gés of M®, scare bar: 5 um. ‘
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Fig. S7. Cell viability of M®, 1.929, A549, NIH3T3, and marrow mesenchymal stem cells in different groups (control and LPS (500 ng-mL™1))

for 16 h (n = 3 independent samples). Data are expressed as mean standard deviation.
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Fig. S8. The fluorescence images of M®-FesOs@PLGA with Escherichia coli (E. coli). The lysosome, intracellular reactive oxygen species
(ROS), and nucleus were stained by LysoTracker Red (red color), 2',7-dichlorofluorescein diacetate (DCFH-DA) probe, and Hoechst 33342,
respectively. Scale bar: 10 pm.
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Fig. S9. The fluorescence images of M®—Fes04@PLGA with E. coli. The cell membrane, intracellular ROS, and nucleus were stained by
DiC18(7) (DiR) dye (red color), DCFH-DA probe, and Hoechst 33342, respectively. Scale bar: 10 pum.
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Fig. S10. Kyoto Encyclopedia of Genes and Genomes (KEGG) pathway analysis of the identified different gene expressions between M® with
E. coli and M®.
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Fig. S11. KEGG pathway analysis of the identified different gene expressions between M®—Fe30s@PLGA with E. coli and M® with E. coli.
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Fig. S12. (a) Fluorescence micrographs of M®, M® with E. coli, MO®-Fe3s04@PLGA, and MP-FesO4s@PLGA with E. coli. Mitochondria
potential was stained with JC-1. Scale bar: 10 um. (b) The quantitative analysis of the mean optical density of green/red fluorescence.
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Fig. S13. The change of colony forming units (CFU) for different groups (control, M®, Fe3Os@PLGA, and M®—Fe30s@PLGA groups) of
blood after culturing for 1 h. The experiment was carried out by n = 3 independent samples.
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Fig. S14. The concentrate of IL-10 and TNF-a in blood after treating with control group and M®-FesO4s@PLGA group for 24 h. The

experiment was carried out by n = 3 independent samples. Data are expressed as mean =SD. The data was analyzed by two-way ANOVA.
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Fig. S15. Représent.ativ’evimmun'ohisto'chemistry staining images for IL-10 and TNF-q of the peritoneum from control and MO-Fes04s@PLGA
groups were obtained at 1h. Scale bar: 100 pm.




