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Fig. S1. (a) Cell percentage of all classic immune subsets were plotted and compared between R and NR patients. R: patients with good response, NR: patients with non-response. (b) Cell percentage of all 30 immune clusters were plotted and compared between R and NR patients. P < 0.05.
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Fig. S2. (a) t-SNE plots (all pre/on/post samples) showed that clusters were identified in total B/CD16+ NK/monocyte/CD16+ mDCs cells via phenograph clustering method. (i) all samples. (ii) R samples. (iii) NR samples. NK: natural killer, mDCs: myeloid dendritic cells. (b) Heatmap showed the mean expression level of all 35 makers in all B/CD16+ NK/monocyte/CD16+ mDCs clusters. (c) Heatmap showed the cell percentage of clusters of B/CD16+ NK/monocyte/CD16+ mDCs in all 20 patients (Pre-treatment). (d) The correlation between cell percentage of cluster 22 and systemic inflammation indicators (WBC/NEUT) in R and NR patients. P < 0.05. r: correlation coefficient, n: number of samples, WBC: white blood cell, NEUT: neutrophil.

[image: E:\2021\2021.7\第10期\21016 转王雪\5-终稿\eng-21016-wt-figS3.tif]
Fig. S3. Receiver operating characteristic (ROC) curve of 35 immune markers for R group versus NR group. CI: confidence interval, AUC: area under curve.
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Fig. S4. FLOWSOM analysis of extracted lymphocytes from (a) patient 7 and (b) patient 19 at three time points. The expression of CXCR3 is color-coded.
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